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RESUMEN

La nutria de rio (Lontra longicaudis) es considerada un componente importante
para los ecosistemas acuaticos al ser un depredador tope, involucrada
directamente en cascadas tréficas otorgando mayor complejidad al ecosistema,
siendo bioindicadora del buen estado de los ecosistemas en los que habita. La
identificacion de especies silvestres mediante estudios moleculares es un
aspecto importante, desplazando la determinacion morfoldgica y convencional
de identificacion. Mediante analisis molecular de genes de la region control de
ADN mitocondrial pudimos identificar la nutria de rio con el 98 al 100% de
confianza. La microbiota es esencial para dilucidar el estado salud de especies
silvestres, esta se encuentra constituida por microorganismos patdgenos y
benéficos. La identificacion de estos microorganismos asociados a intestino
mediante el analisis de heces a través de metagendmica dirigidas al gen ADN
ribosdbmico 16S y mediante la espectrometria de masas permitié conocer a nivel
de phylum que los Firmicutes tuvieron mayor abundancia en las muestras QFM1,
QFM2 y QAM2, Fusobacteria fue mas abundante en QGM2, Proteobacteria
estuvo presente mayormente en QGM1 y QAM1, confirmandolo con resultados
metaprotedmicos. Ademas, el conocimiento sobre la dieta es un aspecto
importante de manejo estudiado para evaluar la disponibilidad de alimento ya
que de eso depende su poblacion y distribucion geogréfica. Para ello se realizé
un analisis de la dieta mediante técnicas no invasivas como la metagenoémica,
dirigido al gen COI (citocromo oxidasa |) y metaprote6mica como herramienta
potencial para la identificacion de dieta nuestros resultados reafirmando que L.
longicaudis es una especie generalmente piscivora y generalista resaltando
Phylum como Chordata, Artropoda, Ascomicota y Nematoda y géneros
representativos como Bricon, Paniluris, Leporinus, Macrobrachium vy
Oreochromis. Este estudio preliminar ha permitido caracterizar y mejorar el
conocimiento biolégico, microbioldgico y ecoldgico de la nutria para contribuir al

desarrollo de un plan de manejo para su conservacion en el Peru.
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ABSTRACT

The river otter (Lontra longicaudis) is considered an important component for
aguatic ecosystems as it is a top predator, directly involved in trophic waterfalls,
giving greater complexity to the ecosystem, being a bioindicator of the good
condition of the ecosystems in which it inhabits. The identification of wild species
through molecular studies is an important aspect, displacing the morphological
and conventional identification determination. Through molecular analysis of
genes from the control region of mitochondrial DNA, we were able to identify the
river otter with 98 to 100% confidence. The microbiota is essential to elucidate
the health status of wild species, it is made up of pathogenic and beneficial
microorganisms. The identification of these microorganisms associated with the
intestine through the analysis of feces through metagenomics directed to the 16S
ribosomal DNA gene and through mass spectrometry allowed to know at the
phylum level that Firmicutes had greater abundance in the QFM1, QFM2 and
QAM2 samples. Fusobacteria was more abundant in QGM2, Proteobacteria was
present mostly in QGM1 and QAML1, confirming it with metaproteomic results. In
addition, knowledge about diet is an important aspect of management studied to
evaluate the availability of food since its population and geographic distribution
depend on that. For this, a diet analysis was carried out using non-invasive
techniques such as metagenomics, targeting the COI gene (cytochrome oxidase
I) and metaproteomics as a potential tool for the identification of diet, our results
reaffirming that L. longicaudis is a generally piscivorous and generalist species
highlighting Phylum such as Chordata, Arthropoda, Ascomycotine and Nematoda
and representative genera such as Bricon, Paniluris, Leporinus, Macrobrachium
and Oreochromis. This preliminary study has made it possible to characterize
and improve the biological, microbiological and ecological knowledge of the otter
in order to contribute to the development of a management plan for its

conservation in Peru.
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